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Antibodies to gp100 
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AGGTGCTTTG 
CTCAAGGCAA 
CCAGAGACTT 
TACJVCTGATT 
GGTATTGCCA 
GTGGGCAGGA 
TGGACCTTGC 
CTGGGGCCAA 
CAGGGCAATG 
GAGCTATGTG 
CTCCGTGAGC 
TCAGCCTCTG 
CCTCTCCTAC 
GGTCACTCAT 
CATTCCTCTC 
AACTGCAGAG 
TACACCTGGT 
CACTGAAGTC 
ACCTGAGAAG 
AGAGGCTACA 
TGCACAGGTA 
GCCTGAAGGT 
CCCCCTGCTG 
TGTTCTGTAT 
TGCCGAGATC 
CTGCCAAGGC 
CCCTGCCCAG 
CCAGATACTG 
CAGCCTGGCA 
GGTTCCGCTG 
ATATAGGCGC 
TCACTGGCTG 
CCTCAGTGGG 



ATGG 
CTGGCTGTGG 
CTCAGAACCA 

gactgctgga 
ggtgcaaatg 
gatgggcagg 

CAGCCAGTGT 
CCATCTGGCr 
TACTGGCAAG 
CTGGGCACAC 
CCTCTTGCTC 
GTGTCCCAGT 
ACCTTTGCCC 
ACCTGGGACT 

acttacctgg 
acctcctgtg 
gcccctaaca 
caggcgccaa 

ATAAGCACTG 
GTGCCAGTTT 
GGTATGACAC 
ACAACTACAG 
CCAGATGCCA 
GATGGTACAG 
CGATATGGTT 
CTGCAGGCTG 
GGGCTGCCCA 
CGGCTGTGCC 
AAGGGTGGCT 
GTGGTCAGCA 
ATCGTGGGCA 
AGACTTATGA 
CGTCTACCCC 
CAGCAGGTCT 



ATCTGGTGCT 
GGGCTACAAA 
AAGCCTGGAA 
GAGGTGGTCA 
CCTGCTTCTC 
TTATCTGGGT 
ATCCCCAGGA 
CTTGGTCTCA 
TTCTAGGGGG 
ACACGATGGA 
ATTCCAGCTC 
TGCGGGCCTT 
TCCAGCTCCA 
TTGGAGACAG 
AGCCTGGCCC 
GCTCCTCCCC 
CCACAGCTGG 
CTGCAGAGCC 
CACCTGTGCA 
CAGA6GTCAT 
CTGCAGAGGT 
AGTGGGTGGA 
GCTCAATCAT 
CCACCTTAAG 
CCTTTTCCGT 
TGCCGTCCGG 
AGGAAGCCTG 
AGCCTGTGCT 
CGGGGACATA 
CCCAGCTTAT 
TCTTGCTGGT 
AGCAAGACTT 
GCATCTTCtG 
GA 



AAAAAGATGC 
AGTACCCRGA 
CAGGCAGCTG 
AGTGTCCCTC 
TATTGCCTTG 
CAACAATACC 
AACTGACGAT 
GAAGAGAAGC 
CCCAGTGTCT 
AGTGACTGTC 
AGCCTTCACC 
GGATGGAGGG 
TGACCCCAGT 
TAGTGGAACC 
AGTCACTGTT 
AGTTCCAGGC 
CCAAGTGCCT 
CTCTGGAACC 
GATGCCAACT 
GGGTACCACA 
ATCAATTGTG 
GACCACAGCT 
GTCTACG6AA 
GCTGGTGAAG 
CACCCTGQAC 
TGAGGGGGAT 
CATGGAGATC 
ACCCAGCCCA 
CTGCCTCAAT 
CATGCCTGGT 
GTTGATGECT 
CTCCGTACCC 
CTCTTGTCCC 



CTTCTTCATT 
AACCAGGACT 
TATCCAGAGT 
AAGGTCAGTA 
AACTTCCCTG 
ATCATCAATG 
GCCTGCATCT 
TTTGTTTATG 
GGGCTGAGCA 
TACCATCGCC 
ATTAT6GACC 
AACAAGCACT 
GGCTATCTGG 
CTGATCTCTC 
CA6GTGGTCC 
ACCACAGATG 
ACTACAGAAG 
ACATCTGTGC 
GCAGAGAGCA 
CTG6CAGAGA 
GTGCTTTCTG 
AGAGAGCTAC 
AGTATTACAG 
AGACAAGTCC 
ATTGTCCAGG 
GCATTTGAGC 
TCATCGCCAG 
GCCTGCCAGC 
GTGTCTCTGG 
CAAGAAGCAG 
GTGGTCCTTG 
CAGTTGCCAC 
ATTGGTGAGA 



tGGCTGTGAT 

GGCTTGGTGT 

GGACAGAAGC 

ATGATGGGCC 

GAAGCCAAAA 

GGAGCCAGGT 

TCCCTGATGG 

TCTGGAAC3AC 

TTGGGACAGG 

GGGGATCCCG 

AGGTGCCTTT 

TCCTGAGAAA 

CTGAAGCTGA 

GGGCACTT6T 

TGCAGGCTGC 

GGCACAGGCC 

TTGTGGGTAC 

AGGTGCCAAC 

CAGGTATGAC 

TGTCAACTCC 

GAACCACAGC 

CTATCCCT6A 

GTTCCCTGGG 

CCCTGGATTG 

GTATTGAAAG 

TGACTGTGTC 

GGTGCCAGCC 

TGGTTCTGCA 

CTGATACCAA 

GCCTTGGGCA 

CATCTCTGAT 

ATAGCAGCAG 

ACAGCCCCCT 
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KCC Afip U:U Val t/» Arg Cya UU l/CU His tieu Ala V«l xlc Gly 

I & 10 15 

Aid .Lea l&u AXa Voi cly Ma Thr lyft Vai Pro Arg Asn Glji A^p xtp 

20 2S 36 

Leu Gly val scr Arg Gin L€y Arg Tnr tys Ala Trp Aaxi Arg Gin Leu 

3S 40 4ti 

Tyj" i*ro Glu Trp Tzir Clu Ala Gin Arg I#eu Aap cys Trp Atg Ciy cly 

50 5& 60 



Cln Vai sar ten Lys Val Scr Aifja Asp Gly Pro Ttir Leu iXo Gly Ala 

65 70 75 80 

Asn Ala Sftr ^^c Bar He Ua Uu Asn Phe Pro Gly Scr Gin ty* Vai 
as so 9^ 

Deu Pru ASP Gly Cln val He Trp Val ASn Asn TiiX Tie lie A«n Gly 

Ser Gin val Trp Cly Cly Cln Pro Val Vft pro Gin Glu TUr A^ A»p 
lis 130 125 

Ala cy« lie Pha Pro A«p Gly Cly Pro cys pro S*r Cly Ser Trp Scr 

XZQ 135 UO 

Gin I.yo Arg e^r Phc v«l Tyr val Trp i.ys Tbr Trp Gly cln Tyr wp 
145 ISO 1S5 160 

Gin val leu Gly Gly Pro Val S«r cly i^u Ser lie fiXy Thr Gly Arg 
IfiS 170 175 

Ala Ket Lcu cly TRr Hie Hot Clu Val Tlir VaX Tyr Ht« Arg Arg 

IBO 1«5 WO 

Gly eor Arg Sor Tyr Val Pro j^eu Ala Uis Sar Sar Ser Ala Ptift TlUT 
195 200 206 

Tie SSS? Aap Gin Val pro Pha S«r Val Sat Val 6er Cln teu Arg Ala 
210 215 220 

r^u Asp Clv Gly A»n Ly^ His phe teu Arg AjfH Gin Pro l^u Thr Ph« 
225 230 235 340 

Ala Lru Oln Uhm Htc Asp Pro Ser Cly Tyr Lau Ala Clu Ala A»p lau 
345 250 255 

Ser Tyr ITir Trp Aep Phe Gly Asp Ser S«r Cly Tiur l*eu Il» Ser Arg 
260 255 270 

Ala t-EO Val val Tnr Hia Tfir Tyr I;eu Glu Pro Cly Pro Val Thr W 
275 380 285 

Gin Val val L«u Gin Ala Alo He Pra Leu TUr Ser Cys Gly Sar Ser 
290 295 300 

pro Val pro Gly Thr TUr Asp Gly Kia Arg Pro Thr Ala Glu Ala Pro 
305 310 315 3Z0 

Asn Thr Thr Ala Gly Gin val Pro Thr Thr cm val Val Gly Thr Tnr 

325 330 33S 

pro Gly Gin Ala Pro Thr Ala Glu Pro Ser Cly Thr Thr Ser Val Qln 
340 145 350 

Val Pro 'Oir Thr Glu Val lie 5cr Thr Ala Pvq Val Cln tfet Pro Tnr 
•155 3fi0 365 
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kl^ clu scr VhT Giy Ker Thr Pro cxu tyc Vfti Pro Val Ser Glu val 

370 375 380 

rtct Clv Thr Thr Usu Ai« Glu ser t^r Pro Clu Ma Thr Gly Kct 

"g^ 390 395 *0<» 

Tlxr Pr-o Ala Glu Val Set lie Val val Leu Sc^ Gly Th^ Thr M« Aj-a 

405 410 

Gin val Tta Thr Ttir Glu Trp v^l Glu rfhr Tnr Ala Arg Glu i«a Pro 
420 425 

il« Pn? Glu Pro Glu cly pro fisp Ala ser scr lie Het ser thr cm 

43$ 440 445 

Sex lie TUT Gly ser lcu Cly Pro l«u X/»u A&p Gly «ir Ala Tnr l«u 
450 455 4^0 

jug Uu Val Ly» Mrg Clu val Pro i^a Asp Cyj V*l Tyr Ang Tyr 

465 470 475 480 

Cly ser PU0 sar Val Tnr Asp He Val Gin ^Xy Xle Glu Ser Ala 
4a S 496 495 

Glu Ilfj Leu Gin Ala Vai Pro fiar Cly Clu Gly Asp Ala Pbc Glu teu 
500 5Q5 516 

Thi- Val sar cys Gin Gly Gly Leu Fro Lye clu Ala Cyc *Ot: Glu lie 
5iS S20 

ser ser Pro Gly Cys Gin Pro Pro Ala Gin Arg Lcu Cye Gin Pro Val 

530 53S 640 

Leu pro ser Pro Ala cys Gin Leu Val Leu His Gin lie Leu Ly& Gly 
545 550 555 560 

Cly ser Gly Ttir Tyr Cys I^u JUn Val Ser Lcu Ala Asp Thr Asn S«r 
5^5 570 575 

Leu Ala Vdl Val Ser TJir Gin Lcu He »ct Pro Gly Gin Glu Ala Gly 
580 585 S90 

Lcu Giy Gin Val Pro Leu He Val Gly He Leu Leu Val Leu Het Ala 
^ 595 €00 605 

V4l vel l^u Ala SBX Leu lU Tyr Arg Arg Arg Leu Mac Lys Gin Asp 
6i0 ^is *3J0 

Phe Ser Val Pro Cln USU Pto HIS Ser Ser Ser His Trp Leu Arg LfiU 
625 630 635 640 

Pro Arg 11^ Phe Cya Ser Cys Pro He Gly Clu Apn Ser Pro Lcu X^u 
6^5 650 655 

Ser Gly Cln Cln val 

660 



C^l^CCCACAGATGGTGCATCCCCTGGCAGAGGCTCCTGC^^ 



ATGGAGTCTCCCTCGGCC^ifCCCCACAGATGGTGCATCCCCTGGCAGAGGCTCCTGCT 

1 + + + + + + 60 

TACCTCAGAGGGAGCCGGGGAGGGGTGTCTACCACGTAGGGGACCGTCTCCGAGGACGAG 

MESPSAPPHRWCIPWQRLLL 

ACAGCCTCACTTCTAACCTTCTGGAACCCGCCCACCACTGCCAAGCTCACTATTGAATCC 

61 + + + + + + 120 

TGTCGGAGTGAAGATTGGAAGACCTTGGGCGGGTGGTGACGGTTCGAGTGATAACTTAGG 

TASLLTFWNPPTTAKLTIES 

ACGCCGTTCAATGTCGCAGAGGGGAAGGAGGTGCTTCTACTTGTCCACAATCTGCCCCAG 

121 + + + - + + + 180 

TGCGGCAAGTTACAGCGTCTCCCCTTCCTCCACGAAGATGAACAGGTGTTAGACGGGGTC 

TPFNVAEGKEVLLLVHNLPQ 

CATCTTTTTGGCTACAGCTGGTACAAAGGTGAAAGAGTGGATGGCAACCGTCAAATTATA 

181 + + + + + + 240 

GTAGAAAAACCGATGTCGACCATGTTTCCACTTTCTCACCTACCGTTGGCAGTTTAATAT 

HLFGYSWYKGERVDGNRQII 

GGATATGTAATAGGAACTCAACAAGCTACCCCAGGGCCCGCATACAGTGGTCGAGAGATA 

241 + + + + + + 300 

CCTATACATTATCCTTGAGTTGTTCGATGGGGTCCCGGGCGTATGTCACCAGCTCTCTAT 

GYVIGTQQATPGPAYSGREI 

ATATACCCCAATGCATCCCTGCTGATCCAGAACATCATCCAGAATGACACAGGATTCTAC 

301 + + + + --- - + + 360 

TATATGGGGTTACGTAGGGACGACTAGGTCTTGTAGTAGGTCTTACTGTGTCCTAAGATG 

lYPNASLLIQNIIQNDTGFY 

ACCCTACACGTCATAAAGTCAGATCTTGTGAATGAAGAAGCAACTGGCCAGTTCCGGGTA 

361 + + + + + + 420 

TGGGATGTGCAGTATTTCAGTCTAGAACACTTACTTCTTCGTTGACCGGTCAAGGCCCAT 

TLHVIKSDLVNEEATGQFRV 

TACCCGGAGCTGCCCAAGCCCTCCATCTCCAGCAACAACTCCAAACCCGTGGAGGACAAG 

421 + -- + + + + + 480 

ATGGGCCTCGACGGGTTCGGGAGGTAGAGGTCGTTGTTGAGGTTTGGGCACCTCCTGTTC 

YPELPKPSISSNNSKPVEDK 

GATGCTGTGGCCTTCACCTGTGAACCTGAGACTCAGGACGCAACCTACCTGTGGTGGGTA 

481 + + + + + + 540 

CTACGACACCGGAAGTGGACACTTGGACTCTGAGTCCTGCGTTGGATGGACACCACCCAT 

DAVAFTCEPETQDATYLWWV 

AACAATCAGAGCCTCCCGGTCAGTCCCAGGCTGCAGCTGTCCAATGGCAACAGGACCCTC 

541 + + + + + + 600 

TTGTTAGTCTCGGAGGGCCAGTCAGGGTCCGACGTCGACAGGTTACCGTTGTCCTGGGAG 

NNQSLPVSPRLQLSNGNRTL 

ACTCTATTCAATGTCACAAGAAATGACACAGCAAGCTACAAATGTGAAACCCAGAACCCA 

601 + + + + + + 660 

TGAGATAAGTTACAGTGTTCTTTACTGTGTCGTTCGATGTTTACACTTTGGGTCTTGGGT 

TLFNVTRNDTASYKCETQNP 

GTGAGTGCCAGGCGCAGTGATTCAGTCATCCTGAATGTCCTCTATGGCCCGGATGCCCCC 

661 + + + + + + 720 

CACTCACGGTCCGCGTCACTAAGTCAGTAGGACTTACAGGAGATACCGGGCCTACGGGGG 

VSARRSDSVILNVLYGPDAP 
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ACCATTTCCCCTCTAAA5^MrCTTACAGATCAGGGGAAAATCTGAACCTCTCCTGCC 

721 + + + + + ^^^^80 

TGGTAAAGGGGAGATTTGTGTAGAATGTCTAGTCCCCTTTTAGACTTGGAGAGGACGGTG 

a TISPLNTSYRSGENLNLSCH 

GCAGCCTCTAACCCACCTGCACAGTACTCTTGGTTTGTCAATGGGACTTTCCAGCAATCC 

781 + -- + + --- - + + ---+ 840 

CGTCGGAGATTGGGTGGACGTGTCATGAGAACCAAACAGTTACCCTGAAAGGTCGTTAGG 

a AASNPPAQYSWFVNGTFQQS 

ACCCAAGAGCTCTTTATCCCCAACATCACTGTGAATAATAGTGGATCCTATACGTGCCAA 

841 + + + + + + 900 

TGGGTTCTCGAGAAATAGGGGTTGTAGTGACACTTATTATCACCTAGGATATGCACGGTT 

a TQELFIPNITVNNSGSYTCQ 

GCCCATAACTCAGACACTGGCCTCAATAGGACCACAGTCACGACGATCACAGTCTATGAG 

901 + + + + + + 960 

CGGGTATTGAGTCTGTGACCGGAGTTATCCTGGTGTCAGTGCTGCTAGTGTCAGATACTC 

a AHNSDTGLNRTTVTTITVYE 

CCACCCAAACCCTTCATCACCAGCAACAACTCCAACCCCGTGGAGGATGAGGATGCTGTA 

961 + + + + + + 1020 

GGTGGGTTTGGGAAGTAGTGGTCGTTGTTGAGGTTGGGGCACCTCCTACTCCTACGACAT 

a PPKPFITSNNSNPVEDEDAV 

GCCTTAACCTGTGAACCTGAGATTCAGAACACAACCTACCTGTGGTGGGTAAATAATCAG 

1021 + + + + + + 1080 

CGGAATTGGACACTTGGACTCTAAGTCTTGTGTTGGATGGACACCACCCATTTATTAGTC 

a ALTCEPEIQNTTYLWWVNNQ 

Hi AGCCTCCCGGTCAGTCCCAGGCTGCAGCTGTCCAATGACAACAGGACCCTCACTCTACTC 

Is5 1081 + + + - + + + 1140 

TCGGAGGGCCAGTCAGGGTCCGACGTCGACAGGTTACTGTTGTCCTGGGAGTGAGATGAG 

yi a SLPVSPRLQLSNDNRTLTLL 

AGTGTCACAAGGAATGATGTAGGACCCTATGAGTGTGGAATCCAGAACGAATTAAGTGTT 

S 1141 + + + + + + 1200 

Ll: TCACAGTGTTCCTTACTACATCCTGGGATACTCACACCTTAGGTCTTGCTTAATTCACAA 

a SVTRNDVGPYECGIQNELSV 

hJ 

GACCACAGCGACCCAGTCATCCTGAATGTCCTCTATGGCCCAGACGACCCCACCATTTCC 

1201 + + + + + + 1260 

CTGGTGTCGCTGGGTCAGTAGGACTTACAGGAGATACCGGGTCTGCTGGGGTGGTAAAGG 

a DHSDPVILNVLYGPDDPTIS 

CCCTCATACACCTATTACCGTCCAGGGGTGAACCTCAGCCTCTCCTGCCATGCAGCCTCT 

1261 + + + + + 4- 1320 

GGGAGTATGTGGATAATGGCAGGTCCCCACTTGGAGTCGGAGAGGACGGTACGTCGGAGA 

a PSYTYYRPGVNLSLSCHAAS 

AACCCACCTGCACAGTATTCTTGGCTGATTGATGGGAACATCCAGCAACACACACAAGAG 

1321 + + + + + + 1380 

TTGGGTGGACGTGTCATAAGAACCGACTAACTACCCTTGTAGGTCGTTGTGTGTGTTCTC 

a NPPAQYSWLIDGNIQQHTQE 

CTCTTTATCTCCAACATCACTGAGAAGAACAGCGGACTCTATACCTGCCAGGCCAATAAC 

1381 + + + + + + 1440 

GAGAAATAGAGGTTGTAGTGACTCTTCTTGTCGCCTGAGATATGGACGGTCCGGTTATTG 

a LFISNITEKNSGLYTCQANN 
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TCAGCCAGTGGCCACAG^^ACTACAGTCAAGACAATCACAGTCTCTGCGGAGCTGO^^ 
1441 + - -^IF' + - + ^■boO 

AGTCGGTCACCGGTGTCGTCCTGATGTCAGTTCTGTTAGTGTCAGAGACGCCTCGACG^^^ 



a SASGHSRTTVKTITVSAELP 

AAGCCCTCCATCTCCAGCAACAACTCCAAACCCGTGGAGGACAAGGATGCTGTGGCCTTC 

1501 + + + + + + 1560 

TTCGGGAGGTAGAGGTCGTTGTTGAGGTTTGGGCACCTCCTGTTCCTACGACACCGGAAG 

a KPSISSNNSKPVEDKDAVAF 

ACCTGTGAACCTGAGGCTCAGAACACAACCTACCTGTGGTGGGTAAATGGTCAGAGCCTC 

1561 + + + + + + 1620 

TGGACACTTGGACTCCGAGTCTTGTGTTGGATGGACACCACCCATTTACCAGTCTCGGAG 

a TCEPEAQNTTYLWWVNGQSL 

CCAGTCAGTCCCAGGCTGCAGCTGTCCAATGGCAACAGGACCCTCACTCTATTCAATGTC 

1621 + + + + + + 1680 

GGTCAGTCAGGGTCCGACGTCGACAGGTTACCGTTGTCCTGGGAGTGAGATAAGTTACAG 

a PVSPRLQLSNGNRTLTLFNV 

ACAAGAAATGACGCAAGAGCCTATGTATGTGGAATCCAGAACTCAGTGAGTGCAAACCGC 

1681 + + + + + + 1740 

TGTTCTTTACTGCGTTCTCGGATACATACACCTTAGGTCTTGAGTCACTCACGTTTGGCG 

a TRNDARAYVCGIQNSVSANR 

AGTGACCCAGTCACCCTGGATGTCCTCTATGGGCCGGACACCCCCATCATTTCCCCCCCA 

1741 + + + + + + 1800 

TCACTGGGTCAGTGGGACCTACAGGAGATACCCGGCCTGTGGGGGTAGTAAAGGGGGGGT 

a SDPVTLDVLYGPDTPIISPP 

GACTCGTCTTACCTTTCGGGAGCGGACCTCAACCTCTCCTGCCACTCGGCCTCTAACCCA 

1801 + + + + + + 1860 

4 J CTGAGCAGAATGGAAAGCCCTCGCCTGGAGTTGGAGAGGACGGTGAGCCGGAGATTGGGT 

'r'Z a D S S YLSGADLNL SCHSASNP 

Ijl TCCCCGCAGTATTCTTGGCGTATCAATGGGATACCGCAGCAACACACACAAGTTCTCTTT 

4=' 1861 + + + + + + 1920 

s AGGGGCGTCATAAGAACCGCATAGTTACCCTATGGCGTCGTTGTGTGTGTTCAAGAGAAA 



SPQYSWRINGIPQQHTQVLF 

ATCGCCAAAATCACGCCAAATAATAACGGGACCTATGCCTGTTTTGTCTCTAACTTGGCT 

1921 + + + + + + 1980 

TAGCGGTTTTAGTGCGGTTTATTATTGCCCTGGATACGGACAAAACAGAGATTGAACCGA 

lAKITPNNNGTYACFVSNLA 

ACTGGCCGCAATAATTCCATAGTCAAGAGCATCACAGTCTCTGCATCTGGAACTTCTCCT 

1981 + + + + + + 2040 

TGACCGGCGTTATTAAGGTATCAGTTCTCGTAGTGTCAGAGACGTAGACCTTGAAGAGGA 

TGRNNSIVKSITVSASGTSP 

GGTCTCTCAGCTGGGGCCACTGTCGGCATCATGATTGGAGTGCTGGTTGGGGTTGCTCTG 

2041 + + + + + + 2100 

CCAGAGAGTCGACCCCGGTGACAGCCGTAGTACTAACCTCACGACCAACCCCAACGAGAC 

GLSAGATVGIMIGVLVGVAL 

ATATAG 

2101 2106 

TATATC 

I *M 
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